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Supplemental Table 1. Primer sequences 

 

Primer ID Primer sequence Purpose 

F1-CPCF GTTTACCCTTTAGCCGCATTGAT Deletion of cpcF 

R1-CPCF CCCGTTGAATATGGCTCATGGTTTAGCCCCTG  Deletion of cpcF 

F2-CPCF GATGCTCGATGAGTTTTTCTAAGCTTTTAGAGCACCTC  Deletion of cpcF 

R2-CPCF GGGAGCCAAGCTAGAATCAATG  Deletion of cpcF 

F3-CPCF CAGGGGCTAAACCATGAGCCATATTCAACGGG  

Deletion of cpcF, Confirmation of deletion 

of cpcF 

R3-CPCF GAGGTGCTCTAAAAGCTTAGAAAAACTCATCGAGCATC  

Deletion of cpcF, Confirmation of deletion 

of cpcF 

F-CPCF TCTTGTTCTTCCTGGGGTAGG Confirmation of deletion of cpcF 

R-CPCF AGACTCGGCAGCCAAATTAGT Confirmation of deletion of cpcF 

F1-CPCG1 GATTTTTATTACCTGCTGGGGGAAG  Deletion of cpcG1 

R1-CPCG1 CCCGTTGAATATGGCTCATGTGTAAACCTCCG  Deletion of cpcG1 

F2-CPCG1 GATGCTCGATGAGTTTTTCTAAGCACTAAGGTCAGAG  Deletion of cpcG1 

R2-CPCG1 GCCAAACAACGCCATAATCACTAA  Deletion of cpcG1 

F3-CPCG1 CGGAGGTTTACACATGAGCCATATTCAACGGG  

Deletion of cpcG1, Confirmation of 

deletion of cpcG1 

R3-CPCG1 CTCTGACCTTAGTGCTTAGAAAAACTCATCGAGCATC 

Deletion of cpcG1, Confirmation of 

deletion of cpcG1 

F-CPCG1  CTCCAGCAGCGATATGGATAA Confirmation of deletion of cpcG1 

R-CPCG1  GTACCGGGGAGATTTGATGTT Confirmation of deletion of cpcG1 
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Supplemental Figure 1. Accumulation of OCP protein in WT and phycobilisome-deficient 

ΔcpcF and ΔcpcG1 strains. Immunoblot analysis was performed using anti-OCP antibody (top 

panel) or anti-RbcL antibody (bottom panel), with representative blots shown. Total soluble 

proteins were extracted from wild-type (WT), ΔcpcF and ΔcpcG1 strains (two independent 

mutant strains for each ΔcpcF and ΔcpcG1 included, as well as a ΔcpcG1 strain that is 

segregating [seg.] a WT cpcG1 gene and, thus, is similar to WT) grown under 10 μmol m-2 s-1 for 

5 days or 7 days of white light in BG-11/HEPES medium. 2.5 μg of proteins were resolved on 

10 % (w/v) polyacrylamide gels by SDS-PAGE electrophoresis prior to immunoblotting. 

Arrowheads indicated OCP or RbcL proteins. 
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Supplemental Figure 2. Growth of Fremyella diplosiphon ΔcpcF mutants compared to wild-

type (WT) and comparative accumulation of OCP protein in Synechocystis and F. diplosiphon 

ΔcpcF mutants and WT. (A) Liquid culture of the cells grown under 10 μmol m-2 s-1 of white 

light for six days. (B) F. diplosiphon WT and ΔcpcF strains were grown under 10 μmol m-2 s-1 of 

white light at 28 oC in BG-11/HEPES medium for 3 days. Soluble proteins were extracted using 

CelLytic B Bacterial Cell Lysis/Extraction reagent (Sigma) with 30 mg of glass beads (Sigma) as 

previously described (Agostoni et al., 2013). Immunoblot analysis was performed using anti-

OCP antibody (top panel; 1:1000 dilution) or anti-RbcL antibody (bottom panel; 1:5000 

dilution), with representative blots shown. 2.5 μg of Synechocystis and 30 μg of F. diplosiphon 

proteins were resolved on 12% (OCP) or 10% (RbcL) polyacrylamide gels by SDS-PAGE 

electrophoresis prior to immunoblotting. Arrowheads indicated OCP or RbcL proteins. 
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