S1 Table: Validation of autophagy transcripts using gRT-PCR between

T.loliiformis shoots and roots.

Shoots

RWC
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10%
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60%
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Roots

qRTPCR

RNA_seq
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10%
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40%
10%
Reh

1.68
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1.3
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S2 Table: List of g-PCR primers and their target sequences

Target Primer name Sequence 5'-3'

ATG18 TL_17832F CACCAGCAACAACCAGAAGC
TL_17832R TCAAAACGTGATGGCCCAGT

ATG7 TL_19249F CCAACTCTTCTCTGCGCTGA
TL_19249R ACAGCTTATCAGTGGCAGCA
TL_33291R ATCCCGATCGCATTCCTGTC

ATGSF -
TL 85130R GCGCGTTGATGATGGAGAAC




