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	Name
	Sequence (5’- 3’)

	psiCHECK2-CDK12 3'UTR vector construction
	

	BtauCDK12 3'utr-F
	tttatttatttCTCGAGGGACATTGCTGCTGAGGTAGGG

	BtauCDK12 3'utr-R
	tttatttatttGCGGCCGCTGTCAATACTGTTCTTTCTTATGGGATACTCT

	BtauCDK12 3'utr mut-R1 (mutations underlined)
	TATGTGTAAACAGTATGCTAACTGATGTTA

	BtauCDK12 3'utr mut-F1(mutations underlined)
	TGGAGGGTTAGTAACATCAGTTAGCATACTGTTTAC

	pEGFP-N1-CDK12 vector construction (CDK12 CDS)
	

	Primer 1 (product length 2469 )
	

	F1-F 
	GAGTGCTGGGGAACTTTT

	F1-R 
	GGCTCCTTTGTCCTTCTTG

	Primer 2 (product length 2292)
	

	F2-F 
	TGTCACAGATAAACAGGATG

	F2-R  
	GAGGAACTGGTGCCAATAT

	[bookmark: _GoBack]Primer with restriction site (product length 4473) 
	

	BtauCDK12-Nhe1-F 
	AATCGCTAGCAATGCCCAATCCAGAG

	BtauCDK12-Xho1-R 
	CTAACTCGAGTCTAGGGTAAGGAACTCCTC

	CDK12 mRNA level
	

	BtauCDK12-F   
	CAGGGAAAGTGAAGTTGG 

	BtauCDK12-R   
	GGGGTAGTAGTTGGTAAAGG

	BtauGAPDH-F
	TTCAACGGCACAGTCAAGG

	BtauGAPDH-R
	ACATACTCAGCACCAGCATCAC

	DDR genes
	

	BtauBRCA1-F
	GAGTTTGTGTGTGAACGGACACTGA

	BtauBRCA1-R
	CCACTCTAGTTGATCTGTGGGCATATTG

	BtauFANCD2-F
	AAACCAGCACGGGCACATCTT

	BtauFANCD2-R
	TATCCACAACTCGGTCCAGCCA

	BtauFANCI-F
	CCCATCATTCTCACTGCCCTTGGT

	BtauFANCI-R
	TTCCGGCTTCCCTTTGAGGAGAGA

	BtauATR-F
	ACAGGAAGACCTCAGCAGTAATAGCA

	BtauATR-R
	ACAGTCCTTGAAATTATAGCAGTCCATGTT



