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Supplementary Table S1: Barcoded primers used for amplification of internal transcribed spacer region (ITS) of fungal rRNA genes, and multiplexing the samples for MiSeq amplicon sequencing
	
	Oligo Name
	Sequence (5’-3’)

	Forward
	ITS1f
	CTTGGTCATTTAGAGGAAGTAA

	Reverse
	MID1-ITS2
	TCCCTTGTCTCCGCTGCGTTCTTCATCGATGC

	
	MID2-ITS2
	ACGAGACTGATTGCTGCGTTCTTCATCGATGC

	
	MID3-ITS2
	GCTGTACGGATTGCTGCGTTCTTCATCGATGC

	
	MID4-ITS2
	ATCACCAGGTGTGCTGCGTTCTTCATCGATGC

	
	MID5-ITS2
	TGGTCAACGATAGCTGCGTTCTTCATCGATGC

	
	MID6-ITS2
	ATCGCACAGTAAGCTGCGTTCTTCATCGATGC

	
	MID7-ITS2
	GTCGTGTAGCCTGCTGCGTTCTTCATCGATGC

	
	MID8-ITS2
	AGCGGAGGTTAGGCTGCGTTCTTCATCGATGC

	
	MID9-ITS2
	ATCCTTTGGTTCGCTGCGTTCTTCATCGATGC

	
	MID10-ITS2
	TACAGCGCATACGCTGCGTTCTTCATCGATGC

	
	MID11-ITS2
	ACCGGTATGTACGCTGCGTTCTTCATCGATGC

	
	MID12-ITS2
	AATTGTGTCGGAGCTGCGTTCTTCATCGATGC

	
	MID13-ITS2
	TGCATACACTGGGCTGCGTTCTTCATCGATGC

	
	MID14-ITS2
	AGTCGAACGAGGGCTGCGTTCTTCATCGATGC

	
	MID15-ITS2
	ACCAGTGACTCAGCTGCGTTCTTCATCGATGC

	
	MID16-ITS2
	GAATACCAAGTCGCTGCGTTCTTCATCGATGC

	
	MID17-ITS2
	GTAGATCGTGTAGCTGCGTTCTTCATCGATGC

	
	MID18-ITS2
	TAACGTGTGTGCGCTGCGTTCTTCATCGATGC

	
	MID19-ITS2
	CATTATGGCGTGGCTGCGTTCTTCATCGATGC

	
	MID20-ITS2
	CCAATACGCCTGGCTGCGTTCTTCATCGATGC

	
	MID21-ITS2
	GATCTGCGATCCGCTGCGTTCTTCATCGATGC

	
	MID22-ITS2
	CAGCTCATCAGCGCTGCGTTCTTCATCGATGC

	
	MID23-ITS2
	CAAACAACAGCTGCTGCGTTCTTCATCGATGC

	
	MID24-ITS2
	GCAACACCATCCGCTGCGTTCTTCATCGATGC

	
	MID25-ITS2
	GCGATATATCGCGCTGCGTTCTTCATCGATGC

	
	MID26-ITS2
	CGAGCAATCCTAGCTGCGTTCTTCATCGATGC

	
	MID27-ITS2
	AGTCGTGCACATGCTGCGTTCTTCATCGATGC

	
	MID28-ITS2
	GTATCTGCGCGTGCTGCGTTCTTCATCGATGC

	
	MID29-ITS2
	CGAGGGAAAGTCGCTGCGTTCTTCATCGATGC

	
	MID30-ITS2
	CAAATTCGGGATGCTGCGTTCTTCATCGATGC

	
	MID31-ITS2
	AGATTGACCAACGCTGCGTTCTTCATCGATGC

	
	MID32-ITS2
	AGTTACGAGCTAGCTGCGTTCTTCATCGATGC

	
	MID33-ITS2
	GCATATGCACTGGCTGCGTTCTTCATCGATGC

	
	MID34-ITS2
	CAACTCCCGTGAGCTGCGTTCTTCATCGATGC

	
	MID35-ITS2
	TTGCGTTAGCAGGCTGCGTTCTTCATCGATGC

	
	MID36-ITS2
	TACGAGCCCTAAGCTGCGTTCTTCATCGATGC

	
	MID37-ITS2
	CACTACGCTAGAGCTGCGTTCTTCATCGATGC

	
	MID38-ITS2
	TGCAGTCCTCGAGCTGCGTTCTTCATCGATGC

	
	MID39-ITS2
	ACCATAGCTCCGGCTGCGTTCTTCATCGATGC

	
	MID40-ITS2
	TCGACATCTCTTGCTGCGTTCTTCATCGATGC

	
	MID41-ITS2
	GAACACTTTGGAGCTGCGTTCTTCATCGATGC

	
	MID42-ITS2
	GAGCCATCTGTAGCTGCGTTCTTCATCGATGC

	
	MID43-ITS2
	TTGGGTACACGTGCTGCGTTCTTCATCGATGC

	
	MID44-ITS2
	AAGGCGCTCCTTGCTGCGTTCTTCATCGATGC

	
	MID45-ITS2
	TAATACGGATCGGCTGCGTTCTTCATCGATGC

	
	MID46-ITS2
	TCGGAATTAGACGCTGCGTTCTTCATCGATGC

	
	MID47-ITS2
	TGTGAATTCGGAGCTGCGTTCTTCATCGATGC

	
	MID48-ITS2
	CATTCGTGGCGTGCTGCGTTCTTCATCGATGC

	
	MID49-ITS2
	TACTACGTGGCCGCTGCGTTCTTCATCGATGC

	
	MID50-ITS2
	GGCCAGTTCCTAGCTGCGTTCTTCATCGATGC

	
	MID51-ITS2
	GATGTTCGCTAGGCTGCGTTCTTCATCGATGC

	
	MID52-ITS2
	CTATCTCCTGTCGCTGCGTTCTTCATCGATGC

	
	MID53-ITS2
	ACTCACAGGAATGCTGCGTTCTTCATCGATGC

	
	MID54-ITS2
	ATGATGAGCCTCGCTGCGTTCTTCATCGATGC

	
	MID55-ITS2
	GTCGACAGAGGAGCTGCGTTCTTCATCGATGC

	
	MID56-ITS2
	TGTCGCAAATAGGCTGCGTTCTTCATCGATGC

	
	MID57-ITS2
	CATCCCTCTACTGCTGCGTTCTTCATCGATGC

	
	MID58-ITS2
	TATACCGCTGCGGCTGCGTTCTTCATCGATGC

	
	MID59-ITS2
	AGTTGAGGCATTGCTGCGTTCTTCATCGATGC

	
	MID-60ITS2
	ACAATAGACACCGCTGCGTTCTTCATCGATGC
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