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Material and Methods
Isolation and identification of Coagulase Positive Staphylococci (CoPS): Staphylococcus aureus (SA) and Staphylococcus pseudintermedius (SP)
Sampled nasal swabs were inoculated into Brain Heart Infusion broth (BHI; Difco) supplemented with 6.5% NaCl and incubated at 37 ◦C for 24 h. One-hundred microliters were inoculated on Oxacillin Resistant Staphylococcal Agar Base (ORSAB; OXOID) plates supplemented with 2 mg/L of oxacillin for the isolation of MRSA and MRSP. Seventy microliters were seeded on Manitol Salt Agar (MSA; BD) plates for the isolation of SA and SP. Plates were incubated at 37ºC for 24–48 h. Representative colonies were subcultured and further studied. Identification of isolates was based on colony morphology, Gram staining, and catalase and DNase activities. A multiplex PCR that amplifies the species specific nuc gene of SA or S. intermedius (SI)/SP was conducted to identify such species (Lautz et al., 2006). Discrimination between SI and SP was conducted by digestion of pta gene amplicon with MboI endonuclease (Bannoehr et al., 2009). The presence of mecA gene was investigated by PCR (Gomez-Sanz et al., 2011). 
Molecular typing of SA and SP isolates
Spa-typing on SA isolates was performed following standard methodology (Gomez-Sanz et al., 2010) and sequences were analyzed using Ridom Staph-Type software version 1.5.21 (Ridom GmbH). Determination of the agr allotype of SA and SP was achieved by specific PCRs as previously described (Shopsin et al., 2003, Bannoehr et al., 2007). Multi Locus Sequence Typing (MLST) and subsequent assignment of clonal complexes (CC) was undergone as recommended (www.mlst.net; http://eburst.mlst.net) on SA isolates recovered in T0 (Gomez-Sanz et al., 2013a, Gomez-Sanz et al., 2013b). 
Antimicrobial resistance profile, determination of cases of interspecies transmission and the longitudinal approach followed the same procedures as described in the manuscript.
Results
In case 1, an identical methicillin-susceptible SA (MSSA) strain was recovered from the same owner and dog (1-H1, 1-D1) that carried and identical multidrug resistant (MDR) methicillin-resistant Staphylococcus lentus (MRSL) clone in T0, representing a case of double interspecies transmission (IT), by both a CoPS and a methicillin-resistant coagulase negative (MRCoNS) clone. This owner revealed to be persistent carrier of the same MSSA clone whilst the dog was negative for the rest of the samplings (for in-depth analysis of this SA case along time please refer to Gomez-Sanz et al., (2013a). Interestingly, the same dog and owner 1-H2 concomitantly carried another MSSA clone in sampling T3, what represents another case of SA direct IT (Figure S1). In total, four different species (S. aureus, S. lentus, Staphylococcus epidermidis and Staphylococcus haemolyticus) were recovered from tested individuals from this household along the sampling year, with five different staphylococcal clones (3 MRCoNS and 2 MSSA). Of them, four (2 MRCoNS and 2 MSSA) were present in dog 1-D1. 
In case 2, both owners carried an identical MSSA clone in T0 and T1, whilst this clone was replaced in successive samplings by non-related MSSA clones. Dog 2-D1 tested negative for CoPS along the whole sampling year (Figure S1). In total, two species (S. aureus and S. epidermidis) and 8 different clones (5 MRSE and 3 MSSA) were recovered from the three individuals tested. Of them, dog 2-D1 exhibited 3 different MRSE clones. 
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