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Supplementary Figure 1. CgPPP1R3B cDNA sequence and amino acid encoded. The capital letters are protein encoded sequences, the start codon (ATG) and stop codon (TAG) are in red bold.
The lowercase letters are un-translation region.
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Supplementary Figure 2-CgPPP1C cDNA sequence and amino acid encoded. The capital letters are protein encoded sequences, the start codon (ATG) and stop codon (TAA) are in red bold.
The lowercase letters are un-translation region.
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Supplementary Figure 3-Multiple alignment of PPP1R3B protein sequence of human, mouse, amphibian, reptile, fishes, oyster and other shellfish, protein sequence were downloaded from NCBI (the serial number after the Latin name of the species).
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Supplementary Figure 4: Multiple alignment of PPP1C protein sequence of human, mouse, amphibian, reptile, fishes, oyster and other shellfish, protein sequence were downloaded from NCBI (the serial number after the Latin name of the species).
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Supplementary Figure 5: Gene expression profile of CgPPP1R3B in (A) different tissues, (B) glycogen content in different tissues, and (C) different season around year round. Vertical bars represent the mean ±SEM (n = 15).  
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Supplementary Figure 6. Active domain of CgPPP1R3B interact with CgPPP1C, CgGS and CgGP.
(A): Truncated protein of CgPPP1R3B constructed, 1-m means the site-directed mutagenesis of V135E, and 1-1 to 1-6 represent other truncated protein with the sequence behind. (B) Active motif CgPPP1R3B interact with CgPPP1C tested by Y2H, controls were not shown. (C) Active domain CgPPP1R3B interact with CgGS by Y2H, experiment assay were shown, without showing control. (D) Active domain of CgPPP1R3B interact with CgGP verified by Y2H. DDO: -Leu/-Trp double-dropout media, QDO/X/A:-Ade/-His/-Leu/-Trp quadruple-dropout media with X-α-Gal and Aureobasi A.
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[bookmark: OLE_LINK3][bookmark: OLE_LINK4]Supplementary Figure.7 Subcellular location of EGFP Vector (pEGFP-N1), CgPPP1R3B, CgGS, CgPPP1C and CgGP in HeLa cells. Nuclei was counterstained with Hoechst 33342 (blue), membrane was counterstained with Alexa Fluor 594(red). The upper panels depict localization of the EGFP negative control, and the lower four panels showed localization of the CgPPP1R3B, CgGS, CgPPP1C and CgGP protein.
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Supplementary Figure 8: Pairwise linkage disequilibrium (LD) D' graph for the ten SNPs of the CgPPP1R3B gene, ID of SNPs were showed in the upper. D'>80 was thought to be the threshold of linkage or not. The darker of the color, the much linked of the SNPs. 
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aaatgccgggtcagcectgtttacagtcecgtctgcaagtgatgttgecttgacagecggcagg
gactaattaccgggaggaaggacctcaccttggcttctatatatatatatatacatgttt
M A E
catatgtatatacaccacacacaggcaatccactgtttcatatgcaaacatcATGGCGGA
I ~N ¥F D S I G I s D EEME I S E T V Q
AATTAATTTTGACAGTATCGGCATCTCGGATGAGGAAATGGAAATCTCCGAAACGGTTCA
T p N F 0O M L R T L T S H S ¥F T M P M D
AACACCTAATTTCCAAATGCTGAGAACTCTCACTTCACACAGTTTCACAATGCCAATGGA
y T T Yy L L S sS S P P A S ML E Q I F S
CTATACAACCTACCTACTGTCATCTAGTCCCCCTGCTTCCATGCTGGAGCAGATCTTCTC
N R CE KL P S N A H S V F S F P E T A
CAACCGCTGTGAGAAATTACCGTCAAATGCACACAGTGTGTTTTCGTTCCCGGAGACAGC
A E V S L. M E HE K K P P K S I I O R C
AGCAGAAGTAAGCTTGATGGAGCATGAAAAGAAGCCTCCAAAATCTATTATTCAGCGCTG
N S Y E E E E I E S S S G C s S G R E S
CAACAGTTATGAGGAGGAGGAAATTGAATCCTCTTCTGGATGTTCATCAGGGCGGGAGTC
P T P P S P K G K K RV S F A DNMG Y
CCCTACCCCTCCCTCACCCAAGGGTAAAAAGAGGGTGTCGTTTGCAGACAATATGGGGTA
A L A TV K I M T E P S D V P P R L K P
TGCTCTTGCAACAGTAAAAATTATGACAGAGCCATCAGATGTACCTCCGCGACTAAAACC
E I L. A S I T o G A T A G V S s G P P L
AGAAATCCTGGCTTCCATCACACAGGGGGCTACAGCTGGTGTTTCCTCGGGGCCTCCCCT
v L b F K Q P A S DY L S F R D K L D K
TGTTCTTGACTTTAAACAACCAGCATCAGACTATTTAAGTTTCCGAGACAAGCTGGATAA
¥F F V S L E N V I I K D Y T V L G T V K
ATTCTTTGTTTCGTTAGAAAATGTCATTATTAAAGACTACACTGTTCTGGGCACAGTCAA
vV K N I T F E K KV L L R C T F D S W E
GGTGAAAAATATTACTTTCGAGAAGAAGGTGTTGCTGAGGTGTACCTTTGACTCTTGGGA
T H M DV E S K Y VvV s Y s D T N T M F D
GACACATATGGATGTGGAATCAAAGTATGTTTCCTATTCAGACACAAACACAATGTTTGA
T ¥ S ¥F E F E V P T N F D Q Q0 K K M E F
TACGTTTTCGTTTGAGTTTGAAGTGCCCACCAATTTTGACCAGCAGAAGAAAATGGAGTT
AV C F V. A DD KE Y W D NN E G K N Y
TGCAGTTTGTTTTGTAGCAGACGACAAAGAATACTGGGACAATAATGAGGGCAAAAATTA
K I F S A DA K P S D HA AU EE A A K P V
CAAAATCTTTTCTGCCGACGCCAAACCATCAGACCATGCTGAGGAAGCGGCARAGCCGGT
¢c b I s K L K NV E S W T Q F A P W N K
ATGTGATATCTCCAAATTAAAAAATGTGGAGTCATGGACTCAGTTTGCACCTTGGAACAA
v b T S VvV P Y W *
AGTAGACACTTCTGTACCATATTGGTAGctttggtggccaatctcttaggtcctgettca
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ttgcaatgaagaactgcagatctgtgaatccggtccgagggtgtecgtteccttgtaaaaag
acattcacgttgcagtgttcatctgtccgatagacgtgtgaataccaaggttgtgttact
gagctgtgatgccatcaactgtctgtgtgaaacactgcaggcattagaatgtacaatgac
ttgtaaattctgataaaattacaaggtgtacatagtaatgcatactaataccagtattgt
aaaatattggtcaatatggagtgtttttagttactttattacaaatataagtgtacttca
aacatcatatataccacttagagataaagatgtcttgttttgecttgggtaccaagttggt
ttgaatcagaatgtacaatcattggtgcagttatctcaaaaaaaaaaaaaaaaa
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GGGGATCTAGACCAGGAAAAAATGTTCAGCTGACAGAGTCGGAGA
R 6 L ¢ L K S R E I F L S Q P
TCCGTGGTCTCTGCCTTAAGTCACGGGAAATTTTCCTAAGCCAGC
I L L E L E A P L K I C G D I
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TCTGTTGTCATGGCGGTTTAAGTCCTGACTTGCAGTCCATGGAAC
I R R I M R P T D V P D Q G L
AAATTCGACGAATCATGAGGCCCACAGATGTTCCAGATCAAGGTC
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cgacagtgttgttattggtgaatacattgtgattt
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