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	Sample
	RawData
	CleanPE
	Ratio(%)
	Asm_id
	Kmer
	Score
	Number contigs
	N50
	Len Longest contig
	Totle_bases
	Number contigs(>1k)
	Totle bases contigs(>1k)

	
	
	
	
	
	
	
	
	
	
	
	
	

	KP1
	1,435853564
	1,362191838
	94,8698
	34
	135
	5442294
	132
	267340
	1011218
	5473672
	54
	5442294

	KP2
	1,850816966
	1,770933436
	95,6838
	35
	137
	5433610
	187
	207595
	400279
	5476180
	80
	5433610

	KP3
	1,396136638
	1,337670948
	95,8123
	31
	129
	5569466
	154
	350374
	782714
	5611850
	55
	5569466

	KP4
	1,659582412
	1,585856662
	95,5575
	33
	133
	5503496
	150
	232636
	371892
	5542933
	60
	5503496

	KP5
	2,03001531
	1,942401486
	95,684
	34
	135
	5404327
	93
	465704
	1886679
	5427636
	28
	5404327

	KP6
	1,86197949
	1,759831312
	94,514
	34
	135
	5441318
	111
	330561
	442773
	5467731
	44
	5441318

	KP7
	1,643578224
	1,551017338
	94,3683
	33
	133
	5325462
	133
	279815
	582542
	5349520
	66
	5325462

	KP8
	1,75556828
	1,668801566
	95,0576
	34
	135
	5383987
	120
	254137
	930466
	5408625
	53
	5383987

	KP9
	1,952960312
	1,867384686
	95,6181
	35
	137
	5378353
	133
	232556
	412457
	5406297
	60
	5378535

	KP10
	2,479562242
	2,295476028
	92,5758
	36
	139
	5581395
	127
	242437
	518772
	5608537
	49
	5581395

	KP11
	2,060746226
	1,866134406
	90,5562
	35
	137
	5383147
	116
	240874
	471249
	5405498
	53
	5383147

	KP12
	1,649473868
	1,556040504
	94,3355
	34
	135
	5277254
	153
	305143
	767911
	5323806
	50
	5277254

	KP13
	2,036193022
	1,927728816
	94,6731
	34
	135
	5476684
	99
	252274
	551353
	5493155
	55
	5476684

	KP14
	0,940537324
	0,893949898
	95,0467
	29
	125
	5797385
	247
	210292
	632959
	5855036
	106
	5797385



