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organic cyclic compound binding:280/6060

heterocyclic compound binding:272/5976
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protein C—terminus binding:5/180

cysteine—type peptidase activity:5/193
methyltransferase activity:6/211
MRNA binding:6/348
transferase activity, transferring acyl groups oth:7/217
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cadherin binding:11/304

chromatin binding:17/503
ubiquitin—like protein transferase activity:20/459

nucleic acid binding:126/4110
transcription factor activity, protein binding:28/608

RNA binding:32/1780

DNA binding:94/2457 transcription regulator activity:79/1598



