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ion channel activity:58/423 substrate—specific channel activity:60/433

gated channel activity:48/332 _ o
passive transmembrane transporter activity:61/465

metal ion transmembrane transporter activity:47/448
channel activity:61/464
cation channel activity:41/313
glycosaminoglycan binding:40/212 receptor ligand activity:62/454
sulfur compound binding:38/232
receptor regulator activity:65/484
G—protein coupled receptor binding:38/260
. insulin—like growth factor | binding:5/12
——  CXCR chemokine receptor binding:6/16
neurexin family protein binding:6/12

amide binding:38/290 ) o
platelet—derived growth factor binding:6/11
peptide antigen binding:7/23

peptide binding:37/257
anion transmembrane transporter activity:37/314
growth factor activity:31/163
heparin binding:30/160
metalloendopeptidase activity:18/115
extracellular matrix structural constituent:18/78

sialyltransferase activity:7/21
laminin binding:8/29
growth factor binding:28/130
' exér_acc:lellulacr)/rgatrix binding:18/51
: collagen bindjng:
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fibronectin binding:8/27
protein—lipid complex binding:8/24
lipoprotein particle binding:8/24

proteoglycan binding:9/38
neutral amino acid transmembrane transporter activ:9/31

insulin—like growth factor binding:9/28
frizzled binding:10/36
scavenger receptor activity:11/50

Wnt-protein binding:11/31
L—amino acid transmembrane transporter activity:12/52

PDZ domain binding:15/86
ligand—gated cation channel activity:15/80
amino acid transmembrane transporter activity:15/77

cytokine activity:30/219 _ o
cytokine binding:17/101

voltage—gated ion channel activity:26/198
voltage—gated channel activity;26/19
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