
anion binding:215/2687

receptor binding:185/1490

molecular transducer activity:153/1609

signal transducer activity:151/1661

receptor activity:149/1564

identical protein binding:128/1610

signaling receptor activity:123/1342

protein dimerization activity:98/1244

calcium ion binding:82/681

phosphotransferase activity, alcohol group as acce:64/773

protein homodimerization activity:64/781

lipid binding:63/663

substrate−specific channel activity:60/433

ion channel activity:58/423

protein kinase activity:57/639

gated channel activity:48/332

glycosaminoglycan binding:40/212
actin binding:39/402

G−protein coupled receptor binding:38/260phosphoric ester hydrolase activity:38/359enzyme inhibitor activity:38/393 growth factor activity:31/163heparin binding:30/160cytokine activity:30/219
nucleoside−triphosphatase regulator activity:30/348

growth factor binding:28/130
Ras guanyl−nucleotide exchange factor activity:28/252

GTPase regulator activity:28/311
voltage−gated ion channel activity:26/198

integrin binding:25/111
protein tyrosine kinase activity:22/179

calmodulin binding:22/191
collagen binding:20/65

carboxylic acid binding:19/183
organic acid binding:19/184

extracellular matrix binding:18/51
extracellular matrix structural constituent:18/78

metalloendopeptidase activity:18/115
transcriptional repressor activity, RNA polymerase:18/133

divalent inorganic cation transmembrane transporte:18/176
peptidase inhibitor activity:18/181
molecular adaptor activity:18/185
cytokine binding:17/101
ion channel binding:17/115
potassium channel activity:17/129
voltage−gated cation channel activity:16/135
oxidoreductase activity, acting on paired donors, :16/154
ligand−gated cation channel activity:15/80
PDZ domain binding:15/86
calcium ion transmembrane transporter activity:15/135
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