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metal ion binding:285/4075

anion binding:215/2687

receptor binding:185/1490

carbohydrate derivative binding:176/2151

molecular function regulator:162/1804

molecular transducer activity:153/1609

signal transducer activity:151/1661

receptor activity:149/1564

transporter activity:134/1390

identical protein binding:128/1610

signaling receptor activity:123/1342

transmembrane receptor activity:118/1281

substrate—specific transporter activity:112/1131

transmembrane transporter activity:102/1022

protein dimerization activity:98/1244

" ion binding:426/6068
transmembrane signaling receptor activity:111/1234 /
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macromolecular complg 495 82/681

cation binding:290/4165

protein binding:757/11287

enzyme inhibitor activity:38/393
phosphoric ester hydrolase activity:38/359
amide binding:38/290
G-—protein coupled receptor binding:38/260
sulfur compound binding:38/232
actin binding:39/402
glycosaminoglycan binding:40/212
cation channel activity:41/313
Ras GTPase binding:42/512
cell adhesion molecule binding:44/463
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metal ion transmembrane transporter activity:47/448
gated channel activity:48/332
inorganic cation transmembrane transporter activit:54/548
protein kinase activity:57/639
ilon channel activity:58/423
substrate—specific channel activity:60/433

passive transmembrane transporter activity:61/465

channel activity:61/464

cation transmembrane transporter activity:62/658
receptor ligand activity:62/454
lipid binding:63/663
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