Supplementary Data1 
The alignments of target genes.
[bookmark: translation_sen_id-1][bookmark: translation_sen_id-2][bookmark: translation_sen_id-3][bookmark: translation_sen_id-4][bookmark: translation_sen_id-5][bookmark: translation_sen_id-6][bookmark: translation_sen_id-7][bookmark: translation_sen_id-8][bookmark: translation_sen_id-9][bookmark: translation_sen_id-12]Sequences comparisons were performed using DNAman software. Target genes were alignment with the homologous gene from the representatives species of Diptera (Drosophila melanogaster), Lepidoptera (Helicoverpa armigera), Coleoptera(Tribolium castaneum), Hymenopteran (Apis mellifera), Hemiptera (Acyrthosiphon pisum) and the species of maize, soybean and humans. dsRNAs design area marked with blue box.
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©eeteineeen. . ATGACGGAGCTGGTCATGEAGCTGEACAGCGTICGCCTGGCCACATITGRG

ATGARTATTC AN ACATTACAAAC T T T ACTEATTGGOCAGC A TG TG AGT TCATG TG T TCAATAGC AR AAGC TGEAT T TTATTATAGTGGACATGGTTTAGAAGTACRA

e PTGACTTTIAACAGTTTIGRAGEATCTARAACTIGTGT

CRATGGCCCCTCARTGCCCCAGTTTCCGCGCAGEATCTGRTCGCCAATGGTTTCT T TGCCACGGGEARATGGCTGCAGGCCCAGTGCCATTICTGCCACGTGCGCATCGACCGCTGGERR.

TGCTTTTTATGTGEAGTAAR AT TTCTCATTGEARTTATGGTATCAAGCTATAGT TCRTCATCGATTAGCTGAACCT AR TTGTTCTT T TGTTCAARATCCTICTAGTACT TGTARCATT

ACCTGCAGACATCANTAAGEAAGRAC AT TTGTACAAGAGTTTARTACATT AR A AACT TTTGCTAAT TTTCCARGTGGTAGTCCTGTTICAGCATCAACACTGGCACGAGCAGGGTTTCT

TACGOCCATCAAGTEGCECAGCOCCATCaCE T CCTCaCCCATC TG T A TG ETTCTGOCTCCCARTCACTGCGGCAATGTTCCCAGCAGCCAGEACAGCEACAACAGOCARACAGE

CCTTIARTACCARTTAACARTAATGAATIGCCATCATCATCAACAGAAATATCACAGAATARTATAATTCARTATCAATCTACRAATTCTTATCAATACARAGARTCTCARARGARATAT

TIATACTGGTCARGEAGATACCGTGCGGTGCTTTAGT TG ICATGCAGC T TACATACATGGCARTATGEACACTCAGCAGTTGEAAGACACAGEAAAGTATCCCCARATTGCAGATTTAT

P — .+« ATGACACCATCTCCGAATTCACTGACACAAGTTCTTGC TTCGACTATCACT ARCAR AGATECACCCACAGATTCCAGRATTARCCCCAACCCA . -

GTAGTGEACAGECCEEAGTCOTGOTCTTOTCCCEATCTCTTGTTGCAGGCCAATCOCTTGGTARCTTTC ARG ACTGGCCCARTCCCAACATCACGCCGCAGGCTCTGCARAGGCAGET

teieristesieeiesins . ATGTGGTCGTETTICTIATCTIGTGTACATACRARRAATA  CTGCATTACARATGCATATTACCARAGTGGCATCCRATGE . .
.ATGGTTG.

| GGATTTIATIATCTICAACGTCATCATGARGTACA

ACAATCATGICACATAGGTTACAATCTTTTACTARTTGECCACTTICTICTGTTATATTACCTEAARACCTTGCCARRGCT.

CRACGGCTTTTATCTTCAAARTAGTGCCACGCAGTCTACARATTCTGRTATCCACARTGGTCAGTACAAAGTTCARAACTATC TGGCARGCACAGATCAT TTTGCCTTAGACAGGCCATC

GTTCAACTCCCARGCAGCAGCTCTCTGCACAACTACATCGCARACCGEAGETACT CAGECGEAGTGAC. TCARGACATTTEACAGETGECCAGTRAGCTICTTGECGCCGEGEAC
TTCTACTACCTGAACCGTCTGGATCACGTGARGTGTGTTTGGTGCAACGEAGTGATTGCCAR AGAAG. . .AACGACAATGCCTTTCAACAGCACRAGCGCTTTTTCCCCART .
COCCGCCTCACCATTAACGCTATTCAAGAGCGCTCCRCGCCAGGCTAACATTCGACCTT TR TEGAECCaCTAGTGCTGCCCACGCCEAGCTACGACTCRRACGCCGEORCTCCGRCCTC
ACACAC . TCTCGAGCAACTCCACCATTCTGCGCTCTATCAAAGACAGCAGTCATATCATCARCEATEAGCCE . . TACRAGCCGCTTCCCCCCGAGACGARAGCANGTG . BCACCGAGCSG
ATGTATATATTGTGCAGGTATTTTARRARRATCGCACCTTGETCATCATCCARATARAR A ACATACARAATAT TTTCCTCATTGTART T TTTATGTTTATCAAGATAR . . . .ACATCATA
« v+ .ATGATCCATCGTTTAGTCAAGTE G!TCTCATT':TACT..'r'mTT'r'Jc'mMAGTTT T'IPAATTG TATAAGTTA

TCACACACATGCACACTATCTTTTCACAACTGEGCAGGTTGTAGAT AT ATC ACACACCATATACCCRAGG AACCCTGCCATGTATAGTC AACAAGCTA mumc-:c “TCAGAACTG

CATCACGCAGGEAGECTICTACTICATCAACCGCCATHCATCATCACATECGCCTTCTGCAACATCCAGGTCGEACGGTGOGTCERAGGTEACGACCC . . . . CTTGGCACACCACGAGE
GTCCTCETGTGERARTGEGCCCCCTT AT ACAGT T TGCCACCGGCAAGAACCTGEATCAGCTGGGCATCCAGCCCACCABTCTGCCACT GCGTCCC AGTACGCCTGCGTGEACGCTGAT
GTCACCCTCTABACCTTCCTGTTCCTCT . TCATTCAGCATCCACARGACCEACAACCATCACACGTTTGRCTTCAGCARCCATACAATTCATATGCCAC . . . . . .CACAACATCARBCAA.
CACAACGGCCAGRARAGCCANGCCCTGA , GEGCCTCOGCCCGACTAGACCTA  ACTAAGGAGGCGEATCGCTTGAGCAGATTCATA. - . GACTGGARRA.. . . . . ,GTTCGGCTGTARCTC
ATTTATATTIAAGTAATGTARRATTAAT . ATCTGGTCGHACA . . ICARATCTCTCGGACTTAGCAATACARACACATAGAACTCCTAARAAACAACATTGTGC AACATATCAAGGARGAT
TTch'rTTT:liAnMcAATTTTcAA.AAM'GCTC |ATGATTTTGAATCCTTAGTTTATCGTATACGARATAATCECACTGTGGTTCATCCARAATTTTCTICGTTTTCATCARGAT
GCCAGACTAT

‘CACCTAACCCCAAGA . GAGTTAGCARGTG . CTGGACTCTACTACACAGGTATTGGTCACCAAGTGRAGTGCTTT TG TTGTGGTCCARAACTCARRRATTGGGARCCT

GATGOGGC . .CTGCCTGCAGGTTCAT . . CCCCACATCEACGTCARCAACGTCCCBTTGEGCEAGG . . AGGGQHGCACAAGCGAG AT CAGRRT . . GREAGTCTCTGRARGEATTC
TGaGAAE . | TCACCGATTGRCCCATTICCART AT TR AGCCCGCTTOGGC T TGABGCAGGCTGECCTATATT TCAGAANTAGE , CGACCAGRGCGOITTTCCACTECAACATT .
1ARARA§GE . | TCGARRATGGCCAGT. . . CACATTTRTACCCGCAGAACAGCTCOBTCGEAATGATTTTATTATCTTGGCCGCGG  ACATCAAIACGOITGCATTCTBCARAGTT .

AGHCE . . TAGCCARAG. . . . .. . . . CGGECTTETACTICTTARACAACCC . €TCGARG o« - .1« - + . . .CCCGACCTTG .. . . [TGARSH . . . . .ETGCCTTTTECARAGCE .
TACAT, TTAATGEGTGGCCACARAATATTARAGARACTCCTGAARTATTAL 'ms'rGCAGCATTTn’ri’rcnmu'xmnc.'r( cATlTACATETTTTCATIBTGATCGTG

TIARE; TCAAATTATICCCGTCARATACTICTRARAATAARTATACATTGTECCARTGTGGCTTARARTATTCAGCAGTGCA . TCATGTORRGEARTECTTTTGTTECGGTCTTA
TGTCAT§GIGCCTGETCACAACACAGGCEACACTTTORTAATTGCTTCTTTGTT . . TTGGGCCGGARTCTTARTATTCGARGTCANTCTCATGC TIIIGAGTICTC ATAGERATTTCCCAR

CATGTTIGTGGCCATGGTATGGATTTTGRAABGCAATCGL . . JIARGACCAGCGAGCCTGRTGCARACACACCAABCATACCTCAAGAGE . . ACABCGCCATRTTTCGCCARCTATGCCA

GGATTGCGCTCTRGAC: cdccforsorcs. . faiccecandicoroofanacToIcaGiIGR T .. TGCTGGCC. . MGCTCCARCCTATGTANGCS ...
GRRATTATGAGATGGGTCGAA TCAT ARGE. . TCAGCGT ACAATGCCCARTCRTTCGCARGCTGGGC , . GECBGCGCCABCACGEACTCEAG. .
CRAATCTGCAGT: Bcwoupl | Yomiek dec sewiimie O SeesSieiieel st skl

GCTTA. CCANATIGGCARACAACAGATCAT
TTCTT. CATARTIGGCARAGGCTGGACGATCAATGCATTE . . |
ATTCRACARATCETCCANGARATCCATCCATGGCAGATTATE

TTGTACARTCAGCECAAGATGTTTATATETGTTACTAATGAAG, TAATCATATGTTCAA B3 .
(CGGATCTITACTTTTGGGACATGGATATACTCAGTTARCAAGE. . . . cAGcT CAAGNGCTGEAT. .

ITGCAAR] TTTECTARATGTCAAETTY nn'rcncmnss.,..a}zcna:m\ﬂmrcnmcm.,..

CACTCGR . CECAAGECTCAGATCCTACGACACCTGGCCEATATCTCTCARACTCARAGCHR TG TTCTTAGEC AGCCGEATTCTTT AT ACAGC AAAGGCGACCAGACCATATECTAC
< ABGTGCTCECGACAACAGCTGCCAACGCCAGTTCCCAGCCAGCAACTGCTCCGRE . TR CaCTCCAGCAGACGTACTGATGEAT AAGCTCCGCCARGRAGGCCCTAACCTTGES
CTCGUGE - CEAGACEARTGOGGCGCCOGCGERGCCRCCACCAGE - ACCACGCCCCT . AGONTGRCCGGOCCCR ACACCCACGCTTCGCT TCC AGCTGCGCGTTTGCGCAGTTTTAR
CACGTCTGCGGGATGTGRAGCTGTTCCCEAACTCORTTCCGEACAGTCACACGTT . QR TGCTCCOCACG A GATCCGGCCGTATC AACACAACAAGGCGEGGTTAGAGTCOTTTGE
TGCATTAATAATAGACCACCTTIAGATCAGTCART T TTGAAGATARRACAGRAGD . ATl ATATAGAT AAPA TGARATG, TCACATTCTTCATCTTCATTAGRAATTACAGAAGCAR
CATATTAAGTAARTAT. ... TGIAAGACACPACATATTTGTAATIGCCARACTGOG . TUATRTCACACCOTTTCH AR

TTTATGCTTIAGGTCAAGGTCATARAGTARAGTGCT T TCACTSTGGAGCAGGGCTA . AT T TG AAGCCCAGTGARGACCCTTSaAACAACATGCTARA TGS TATCCAGEOTECARR

=

CACTG. TGGCGGCGETTTCANAGACTGGEARGACACAGACCAGCCCTEGGTGEAGCACGCTAGATGTTTTC . - .CARATGTCCTTACGTTCTGGCTGTCARAGGEARAAGTTTCATTCA
TATCCATGCAGCAGTTGTGCGCARTGCCATCCAGCGCAAGCTCTTCAGTTCCGGCTGCRCTTTCTCTACGTTGCACCAACTATTGCATCACATCTT TGACCATGCCGECECAGEAGCTEE
GAC. . TGECCGCEATGCATGCGECA AR ACCAGAGE AACTTGCCCANGCTGETTICT TCTACACCGGTCAGGGGEATAAGACCARGTGTTICTATTGCGATGGCGGTTTGARAGACTGG
GACT. . TGGCCCAGTTCCGCGAAGCARAGTCCGEAGACGCTGGCTCATGCCGGGT T TTACTACCGAAGGETCEAGGACCACACTAT TTGTTTTICGTGTGCAGGEGCECTTAGGEACTSG
CATTARRARRATIATIAGAGAGTCCATTAGTAACAGTAGCTTTAGA AATTGCATTACATATACATAGAGTARARAGAGCT . TTGARARRACCAATAGAGGAAGTAGCARTACCATACAC

TATCTGTTARACACAAGGCACARGAATATATAARCAATAT TCAT TTAACTCATTCACTTCAGCAGTGTCTGTARCAACTACTCAGARRACACCATCACTAACTACAACRATTCATCAT

ACANGTCAACGEATCACGTEOCGTTCAGCATGTAACCCARAATGEARACATCGRTCTCAGCTGAGTACGGEAGATCTGEA CCGTCAGCTTCCGTT . GAAGATARRGTIARAA
ACTGCAGGTGCGCEAGCCGCCGEAGCCAAGTGCTCCTTTTATTCAACCATGTCAGGCCACCACCRGCAAGGCOGCATCTGTGCCAATACCGGTGACCEATTCCATCCCAGCCARAC - CAC
GPAPATGATS. ACGTGCCCTGGGAACAGCACGCGCGCTGGTICGACCRCTGEGC, - CTACGTGGOTGGTGAAGGCCSCS . HodACGTACAGHGGTGATGCCGAGGCCTGCRTGS
PAGEACGAAG. ACGAGCCGTGGEAGEAGCACGCARAGTGETATCCCAGATGTCAG, TTTCTTGTAGETTCCARAGGAC . ATG , ATIATATIARCCAAGT.. . . . TCAGAAA.

ACATCCTGAT.CAACTTATACAAGATGTTCTITGTCAACARATTATGCARRRATCAACARAGCA ACARTAT e

ACCATCTICE AR TCCTATGOTACAACAAGCTATACCARTGO0GTICAGT T ICAAGEACAT TR ACARAATAATGACE AR AR AR TCACATATCTGCACCARCTATARRTCACTT |G

BPACRACTTCABAGGCCGTGRA. . . . . .GACAGTCGG. « + v+ + ..+« .+ - - -CCACCAAGGCAGCAGACCGAAGEAAGACAGCCARCCGCCGGCGCAGATCCA. . - . o« . . . TRATGCRA
AGGCAGCTGAABCAGTGGCGARTATATCEARRATCACACACCARATACARRACATGTCGGTTGCC ACGCCGARCGGARACCTGTCGCTGCAGGAGCARAACCGCC AGCTCARGRATGCAC
TCACGGCGGCCEAGECGEACR GGACGTGGCGCCGGCCCGECCECCCAGCCAGCCCACCACACCCAGCACGLAACCTCARACGCCGGARRAC . TCCG. . . . . TAGACRATTCCA
ARATGGCCGGTETGTCGECGAG. 1 « « . TARTGTAAC. ++ s+ -+« - - .CANACAGAACGARAGTACTGAGGAAARARGTCAGTGTGGTGCAGCG . . TCTG. . . . . AACATEGAGTCA
BACATTCAACTEAAAATCACATTICTATCATATTTARTCATACAGCCARCARARACACARATG T TARCT TCAAGEAARTTACATC T TACAAGAACARARTACARRATTAR AAGARGCTC

AGGTR TG AT T AGTCAR T GCTCACAAACACAGTATGCCACATCACTCAAGTCACACTTCATTACACARACACATTAGTACTGAAGAGCACCTARGECGCCTAC AR AGACA

ce AR AT TEECTTTTCCCAACHEATGGCGCOGTATICK 7aGoEACATcaTC G CoTCARGEBCHEAGTTTCCCTEACGACCRECGC CCGGCAGCCAG
o InGGEAIGCTTGCACCAGCAGGTTGGCGTAGTGRICK TGGOBACTIGGCC AGCIECARTCAGRBCGECCCCAGTGTAGCC ARTETCC CCGCGCACACA
s AR ATCRETTATGCACAGCAACGCAACGTGTECRICK CGCAGACGTGGTCGECRECGCTARGEECGEGTTGGCAGCACACAGGTACCC CCGCAGEACGT
™ AN TG CCACAGATT TG AACAARTACCGTTRET) ARG ATTATTGE G TACGCAATG TTEGGATGTTATGCARAATIETCC, TNGAALAGGCA
ar AT TEETATGCATCCAGARATAGCTATTGTARITT 7GCAGATTIAGCAAG TR TGTT T TEGTGAACCATCTCTTACATATEGT T, TACACAACARA

ACCHTEAAACHETATCEATACAARTATICCTATCET T TG B T CCABR TR AGTC ARG AAACH AT B TCARGCAGTTCACAACIBTCCRIGHBCTACACAGTCA

CACCGGCACGTTCCCAGCTTC
CANGGGATTCGTGCGCACGRTCOTT
TCAGAATGCAGTGCGATTGIAT
TGACAGCAAGATTAPAGTGIAT
TARAGCTATTGTTCGTACARTT
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