NBS-encoding genes in Brassica napus evolved rapidly after allopolyploidization and co-localise with known disease resistance loci
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Figure S1. Phylogenetic tree of NBS-encoding genes in B. napus and progenitor species.
Figure S2. Evolutionary patterns of NBS-encoding genes of B. napus. a. NBS-encoding genes of B. napus that inherited from two progenitor species. b. NBS-encoding genes of B. napus that only inherited from single progenitor species. c. gene expanding events for NBS-encoding genes in B. napus relative to the progenitor species. d. the loss of NBS-encoding R-genes in B. napus from progenitor species. e. different divergence rates of NBS-encoding R-genes in B. napus relative to other homologous NBS-encoding R-genes.
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