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Supplementary Figure 1. The top 10 upregulated miRNAs in plasma of AOSD
patients. Expression levels of (A) miR-142-5p, (B) miR-101-3p, (C) miR-29a-3p, (D)
miR-29¢-3p, (E) miR-141-3p, (F) miR-342-3p, (G) miR-99a-5p, (H) miR-125b-5p, (1)
miR-181c-3p and (J) miR-150-5p were analyzed by qRT-PCR in plasma from AOSD
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(N=20) and HCs (N=12). The results of histograms represent the means + SD.
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Supplementary Figure 2. Interaction Network of miRNAs identified potential
mRNA targets involved in clinical features of AOSD
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