TBDM2489
TBV5362
TBV5000
TBY5365

0
MDRMA226
KZN143 5
KeoS
420
rviy Yot 66
WA
162“\ ,\098
o
o

S,
kS

AN LEH
eue\S"t‘i\:‘
%:\\(\
153
e o

0162299

2,0\3\“““ Na

MDRMA2082
TBDM269g
TBDM2717
SLMG‘iD
SLMOSS
Lig, 80
e
DRMA

M;’oo 833

Supplementary Figure 4 | Phylogenetic tree based on the core gene alignments from the 147 M.

tuberculosis genomes.



