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Sample Calculation for Artificial Inoculation of the Equine Brain
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Figure A-1. Sample calculation for artificial inoculation of the equine brain to simulate
effect of treatment on viral detection and diversity. Power analysis for
calculating the true difference between groups of treatments for sixteen
horses, four samples per horse, with calculation of host depletion and
detection of virus (outcomes: RIN and real-time PCR detection of G3PDH and
WNV). The curves display the power we expected with sixteen horses with a
significance of p < 0.05. According to the graphs above, for RIN outcome (A),
if the greatest difference between any two of the groups was equal to 0.34
units, then we have approximately an 80% chance of getting p < 0.05. For
detection of differences in G3PDH and WNV (B), in order to have 80% power,
any two of the groups will need to vary by at least 5.8 units.



