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The qPCR reaction mixture comprised 1 pL of DNA template, 0.25 puL of each 20 pM
primer (ShengGong, China), 10 pL of SuperReal PreMix Plus (TianGen, China), and
8.5 uL of RNase-free water. The gPCR conditions comprised an initial hold for 15
min at 95 <C, followed by 40 cycles for 10 s at 95 <C, 20 s at the annealing
temperature, and then 32 s at 72 <C. To eliminate the effects of inhibitory compounds,
the DNA template was a tenfold dilution of extracted DNA. gPCR was performed
using Bio-Rad 1Q5 (Bio-Rad, USA).

Table S1. PCR primers used in this study

Gene . Size Annealing
Primer

name (b) temperature (°C) References

F: GCGGGATATCGTCCATTCCG .
tetC R: GCGTAGAGGATCCACAGGACG 207 59 (Aminov et al., 2002)

F: GCAGAGCAGGTCGCTGG .
tetG R: CCYGCAAGAGAAGCCAGAAG 134 54 (Aminov et al., 2001)

F: GAGAGCCTGCTATATGCCAGC .
e . GGGCGTATCCACAATGTTAAC -0 > (Aminov etal,, 2001)

F: CAATAATTGGTGGTGGACCC
X R TTCTTACCTTGGACATCCCG  0¢ > (Ng etal., 2001)

F: CGGCGTGGGCTACCTGAACG
sull R: GCCGATCGCGTGAAGTTCCG 433 60 (Frank et al., 2007)

F: GCGCTCAAGGCAGATGGCATT
ulz . GeeTTTeATACCGGCACCCGT 20 59 (Frank et al., 2007)

F: GAGATCGGRCCAGGAAGC
ermx R GTGTGCACCATCGCCTGA 488 61 (Chen et al., 2007)

F- CACCAACTGATATGTGGCTAG .
®MQ  R: CTAGGCATGGGATGGAAGTC > %0 (Koike etal., 2007)

. F: CTGGATTTCGATCACGGCACG
Nl B ACATGCGTGTAAATCATCGTCG 473 60 (Frank etal., 2007)

F: CCTACGGGAGGCAGCAG .
16S V3 R: ATTACCGCGGCTGCTGG 193 55 (Aminov et al., 2002)




Table S2. Alpha diversity index of microbial community

Treatment Shannon Simpson Chaol
CK 6.103958  0.00543 1375.1891
0200 5.745832  0.01071 1325.8636
Soil  ©200Cd 5.776404  0.008696 1297.4315
BO200 5.752587  0.009072 1328.6
BO200Cd 5.827118  0.007705 1332.2262
CK 1.580833  0.58799 827.375
0200 1.976253  0.548823 1066.7431
Root  0200Cd 1.055837  0.76041 753
BO200 0.822723  0.805363 624.38095
BO200Cdd 0.639988  0.857318 682.8875
CK 0.157001  0.968731 459.35714
0200 0.081194  0.984336 413.53571
Leaf  0200Cd 0.11372 0.978306 494.23809
BO200 0.295225  0.942251 716.46753
BO200Cd  0.253339  0.947041 439
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Fig. S1. Venn diagram showing the amounts of bacterial OTUs in soil (S), lettuce
roots (R), and leaves (L).
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Fig. S2. Taxonomic classification of bacterial reads retrieved from different samples
at phylum level using RDP classifier. Others represent the relative abundance of all
other phyla outside the 10 phyla.
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Fig. S3. Relative abundances of 21 human pathogenic bacteria in soil and lettuce
samples.
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