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Figure S3
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Total no. of reads 6049515 7434578

Filtered Reads 2443772 3063534

Reads after duplicate 

removal

989613 1308846

Gene segments Number of reads repl1 Number of reads repl2

DSP2.9 6220 9714

DSP2.2 91717 109854

DSP2.X1 143551 169730

DSP2.X2 143201 169243

DSP2.3 23313 34264

DSP2.5 577339 759880
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