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FigS1

Extrachromosomal replicons of P. yeei CCUG 32053 visualized by electrophoretic methods (A) and circular representations of the P. yeei CCUG 32053 genome (B).
Circles display (from the outside): (i) predicted CDSs transcribed in the clockwise direction, (ii) predicted CDSs transcribed in the counterclockwise direction, (iii) the GC percent deviation,
(iv) GC skew (G-C/G+C). Circles are drawn not in scale. Generated using DNAPIotter.



