A)

Scale independence

Soft Threshold (power)

™

<

i

3 3433840
032343638

& N2 -

2‘ 18

g . 16

3 o 1

4

> 12

&

g 2- g0

R A

s 7

']

o n 2 .E

w CI’ - 3‘13

% T T T T T

® 0 10 20 30 40

Mean Connectivity

1000 2000 32000 4000

1

o]

Mean connectivity

Soft Threshold (power)

B)

Height
08 09 10
| |

06
|

LI
[=]

<
o

Dynamic Tree Cut

Merged dynamic

[y
i

Figure S2. Determination of softpower B and dendrogram of modules generated by WGCNA package. A) Influence of different softpower B
values on the scale independence and mean connectivity of the T. reesei network. According to the graphics, power of B = 26 (R? = 0.85) was
selected as the soft-thresholding to ensure a scale-free network and maintains a reasonable connectivity between the genes. B) Detection of
modules by construction of a hierarchical clustering tree using the topological overlap matrix (TOM) as input. Only the modules having more
than 85% of pairwise correlation were merged. Each module was assigned to a different color.




