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Supplementary Figure 1: Graphical overview of proteomics technics and procedures used to identify and
quantify AAb from sera samples. As described in detailed in materials and methods section, proteins were

extracted from human spinal cord samples from control subjects as well as from multiple sclerosis, Balo
concentric lesions and amyotrophic lateral sclerosis. These proteins were pooled, fluorescently labelled and
separated by two-dimensional electrophoresis. Proteins were transferred to low fluorescence PVDF membranes

and were exposed to sera from control subjects and from patients. Fluorescently labelled secondary anti-human
IgG and IgM antibodies were used to detect bound sera IgGs and IgMs (respectively). Binding of these sera IgG

and IgM AAbs was quantified and statistically analyzed as detailed in material and methods section, while their
antigenic targets were identified by mass spectrometry.



