Figure 1. SmaI PFGE patterns A [isolate # L091], A1 [isolate # K062], A2 [isolate # A112], B [isolate # A140], B1 [isolate # A109], and B2 [isolate #  Z1403 ], obtained among the ST3268 MRSA isolates.  M=marker (SmaI digested S. aureus  NCTC 8325).  Cluster analysis was performed with BioNumerics 7.5 using the band-based method selecting the parameters Dice (band matching tolerance 1%) and UPGMA.
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