
 Fra vesATHB-8-like

 Pru perppa001386mg

 Gly maxATHB-8-likeb

 Gly maxATHB-8-like

 Med truXP 003603630.1

 The cacXP 007012152.1

 Pop triXP 002309538.2

 Pop triAAX19057.1

 Pop triXP 002324794.1

 Ara tha ATHB8 = Ath.CNA

 Vit vin009744

 Sol lycATHB-15-like

 Ara thaATHB15

 The cacXP 007024277.1

 Ric comXP 002515977.1

 Vit vinATHB-15-like

 AmTr v1.0 scaffold00056.60 = Atr.CNA

CNA Clade

 Vit vinREVOLUTA

 Vit vin013992

 Sol tubREVOLUTA-like

 Sol lycREVOLUTA-like

  Ara tha REVOLUTA  = Ath.REV

 Ric comXP 002529946.1

 Pop triXP 006378973.1

 Tha cacXP 007016749.1

 The cacXP 007016751.1

 Gly maxREVOLUTA-likeb

 Gly maxREVOLUTA-like

 Fra vesREVOLUTA-like

 Pru perREV IFL1

 AmTr v1.0 scaffold00148.15 = Atr.REV

REV Clade

 Zea mayNP 001146215.1

 Zea mayNP 001142394.1

 Ory satACA64837.1

 Ory satHOX33

 Ory satHOX33-like

 Ory braHOX32-like

 Ory satOsJ 11861

 Ory satHOX32

 Bra disHOX32-like

 The cacXP 007022872.1

 The cacXP 007022870.1

 Ara tha  PHAVOLUTA = Ath.PHV

 Ara tha PHABULOSA = Ath.PHB

 Pop triPHABULOSAb

 Pop triPHABULOSA

 Med truATHB-14

 Gly maxATHB-14-like

 Gly maxATHB-14-likec

 Gly maxATHB-14-likeb

 Sol tubHOX32-like

 Sol lycHOX32-like

 Sol tubATHB-14-like

 Sol tubATHB-14-like X1

 Sol lycATHB-14-like

 Fra vesHOX32-like

 Pru perppa001343mg

 Vit vinHOX32-like

 AmTr v1.0 scaffold00155.45 = Atr.PHB/PHV

PHB/PHV Clade
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