
Aarhus Bay SAG14
AB806696 Shimokita offshore drilling core clone smkt_D-pro_027_001

GU553714 Yung-An Ridge sediment clone ORI-860-25-P_S041_252B04

85%

Aarhus Bay sediment OTU 3
Aarhus Bay sediment OTU 46

75%

Aarhus Bay sediment OTU 40
Aarhus Bay sediment OTU 83

Aarhus Bay sediment OTU 8
Aarhus Bay sediment OTU 27

Aarhus Bay sediment OTU 36
Aarhus Bay SAG11

61%

JX001100 SW Taiwan sediment clone ORI-961-20-2-P_S158-160_20-2CB04
Aarhus Bay sediment OTU 63

100%

Aarhus Bay SAG2
Aarhus Bay sediment OTU 172

JX241032 Arabian Sea coastal soil clone ONGS194
Aarhus Bay SAG3

FJ264650 Eel River methane seep sediment clone OrigSedB10
100%

93%

58%

AJ237601 Desulfatiglans anilini DSM 4660
AB763347 Desulfatiglans parachlorophenolica DSM 27197

50%

100%

AJ430774 Ethylbenzene-degrading delta proteobacterium EbS7
EU908727 Naphthalene-degrading delta proteobacterium NaphS6

ADZZ01000059 Naphthalene-degrading delta proteobacterium NaphS2
EU908726 Naphthalene-degrading delta proteobacterium NaphS3

92%

100%

AJ006853 Alkylbenzene-degrading proteobacterium mXyS1

93%

Aarhus Bay sediment OTU 97
JQ580472 Roda Beach crude oil polluted subtidal sediment clone RII-AN093

AY542227 Gulf of Mexico gas hydrate clone GoM IDB-15

93%

100%

66%

Aarhus Bay SAG13

41%

Aarhus Bay SAG8
JQ925081 Pakistan Margin cold seep sediment clone PM-150-Bact-45
JQ036264 Eel River Basin methane seep clone ERB33

97%

Aarhus Bay SAG5

75%

24%

56%

2%

15%

KF032904 Desulfocarbo indianensis SCBM
NR1487941 Dethiosulfatarculus sandiegensis SPR

CP002085 Desulfarculus baarsii DSM 2075

92%

81%

100%

HM243788 uncultured bacterium
FJ484694 uncultured delta proteobacterium

AB364725 uncultured bacterium

100%

FJ901596 uncultured delta proteobacterium

96%

JN038878 uncultured delta proteobacterium

49%

67%

100%

AF230530 Desulfovibrio dechloracetivorans SF3
AB110541 Desulfovibrio portus MSL79

HM852532 Desulfovibrio piezophilus C1TLV30
U90726 Desulfovibrio profundus DSM11384

87%

97%

U48243 Desulfovibrio halophilus SL8903

98%

FO203522 Desulfovibrio hydrothermalis DSM 14728
CP001649 Desulfovibrio salexigens DSM 2638

75%

99%

AF227984 Desulfovibrio mexicanus DSM 13116

90%

AE017285 Desulfovibrio vulgaris str. Hildenborough
AE017285 Desulfovibrio vulgaris str. Hildenborough

AE017285 Desulfovibrio vulgaris str. Hildenborough

54%

Z24450 Desulfovibrio longreachensis AB16910
DQ122124 Desulfovibrio oxamicus DSM 1925

100%

100%

AP010904 Desulfovibrio magneticus RS−1

100%

68%

48%

AJ277894 Desulfomicrobium baculatum DSM 4028T
AJ277886 Desulfomicrobium escambiense DSM 10707T

AF030438 Desulfomicrobium baculatum DSM 4028

23%

CP001629 Desulfomicrobium baculatum DSM 4028
CP001629 Desulfomicrobium baculatum DSM 4028

6%

55%

AJ251623 Desulfomicrobium orale DSM 12838
AB573871 Desulfomicrobium orale JCM 17150

98%

100%

99%

100%

EU296539 Desulfonatronospira delicata AHT 6
EU296537 Desulfonatronospira thiodismutans ASO3-1

98%

100%

FR754500 Hippea alviniae EP5−r
FR754498 Hippea jasoniae Mar08-272r

Y18292 Hippea maritima MH2T

96%

CP002606 Hippea maritima DSM 10411

24%

100%

100%

X77216 Pelobacter acidigallici DSM 2377T
FR749901 Pelobacter massiliensis DSM 6233

DQ991964 Pelobacter seleniigenes KM

100%

ARWE01000001 Geopsychrobacter electrodiphilus DSM 16401

100%

JQ245535 uncultured bacterium

100%

KC465646 uncultured bacterium

9%

DQ309326 Geoalkalibacter ferrihydriticus Z-0531

42%

EU182247 Geoalkalibacter subterraneus Red1

31%

61%

100%

GU389529 uncultured bacterium
CU923138 uncultured bacterium

AB212873 Syntrophorhabdus aromaticivorans UI

100%

EU644240 uncultured bacterium

99%

AY861756 uncultured delta proteobacterium

100%

JN471000 uncultured organism
JN482297 uncultured organism

JN512606 uncultured organism

99%

JN482171 uncultured organism
EU245168 uncultured organism

27%

100%

100%

100%

38%

28%

FJ491989 Desulfosoma caldarium USBA-053
HM056226 Desulfosoma profundi SPDX02-08

U25627 Thermodesulforhabdus norvegica A8444

100%

X83274 Desulforhabdus amnigena ASRB1
AJ237605 Syntrophobacter sp. TsuA1

100%

100%

CP002629 Desulfobacca acetoxidans DSM 11109
FJ437876 uncultured bacterium

100%

100%

68%

50%

86%

72%

Y14745 Desulfobacter halotolerans GSL-Ac1
AJ441315 Desulfobacter latus DSM 3381

FR733673 Desulfobacter hydrogenophilus DSM 3380
U12254 Desulfobacter vibrioformis B54

95%

39%

AF418175 Desulfobacter curvatus DSM 3379

93%

AF418180 Desulfobacter postgatei DSM 2034

95%

AGJR02000008 Desulfobacter postgatei 2ac9

49%

100%

100%

AM490755 uncultured bacterium
JX521572 uncultured bacterium

U45990 Desulfonema limicola DSM 2076

95%

U45992 Desulfonema ishimotonii DSM 9680
DQ831534 uncultured delta proteobacterium

39%

70%

70%

94%

AJ237603 Desulfosarcina cetonica DSM 7267
Y17286 Desulfosarcina ovata oXyS1

M26632 Desulfosarcina variabilis DSM 2060
M34407 Desulfosarcina variabilis DSM 2060

61%

93%

96%

74%

JN532272 uncultured organism

0.10


