
Uncultured bacterium clone T00955 C02 KK1-001 (FN808044.1)

Uncultured bacterium clone tb1 (GU566908.1)

Bacteria-Poribacteria-marine metagenome (CETA01044412.3.1391)

Uncultured bacterium clone MD2896-B205 (EU385787.1)

SURF 17

Candidatus Hydrogenedens-Hydrogenedentes bacterium JGI 0000077 (ASNV01000007.13660.15190)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (EU071641.1.710)

PVC Superphylum

Uncultured bacterium gene clone BMS3AB58 (AB858525.1)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (FN356857.1.624)

Bacteria-Poribacteria-uncultured microorganism (JN933724.1.436)

Ignavibacterium album (AB478415.1.1461)

Uncultured bacterium clone DGS1-31 (GU056068.1)

Candidatus Hydrogenedens-Hydrogenedentes bacterium JGI 0000039 (AQYQ01000115.38040.39570)

Desulfovibrio africanus subsp. uniflagellum strain SR-1 (NR_122091.1)

Uncultured bacterium clone OGT B3 17 (AB583349.1)

Uncultured bacterium clone B5-082 (JN977382.1)

Uncultured delta proteobacterium clone Z195MB66 (FJ484779.1)

Uncultured bacterium clone HSL044 (KJ604900.1)

Deinococcus

Melioribacter roseus P3M-2 (CP003557.2086350.2087883)

Uncultured bacterium clone CarbonSeq05a 030410 H06 (KC605086.1)

Bacteria-Poribacteria-uncultured bacterium (AB629431.1.863)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (EU071652.1.789)

Uncultured bacterium clone MRPL069 (EF545912.1)

Firmicutes

Uncultured proteobacterium clone ATIntfc2 RS114 (KM018520.1)
Uncultured proteobacterium clone ATIntfc2 RS115 (KM018521.1)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (EF076143.1.785)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (FN356796.1.571)

Bacteria-Poribacteria-uncultured bacterium (KM278840.1.1522)

Uncultured delta proteobacterium clone EK CK659 (JN038213.1)

Fibrobacteres

Uncultured bacterium clone CTL 5 (KP247200.1)
Uncultured bacterium clone A8S-101 (EU652510.1)

Uncultured bacterium clone T01179 M20 KK1-002 pDr G08 (FN808101.1)

Uncultured delta proteobacterium clone ALB6 (JQ906949.1)

Bacteria-Poribacteria-marine metagenome (CERL01233926.239.1211)

Uncultured bacterium clone CK 1C3 17 (EU487995.1)

Bacteria-Poribacteria-uncultured bacterium (FJ351930.1.862)

Bacteria-Poribacteria-uncultured Poribacteria bacterium (FN356872.1.590)

Candidatus Hydrogenedens terephthalicus JGI OTU-1 (AWNW01000006.38040.39570)

Uncultured bacterium clone ORIII-1368-96D-G S100-102 96D2B04 (JQ989589.1)

Deferribacteres

Thermoanaerobaculum aquaticum strain MP-01 (NR_109681.1)

Bacteria-Poribacteria-uncultured bacterium (KX519643.1.796)
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Colored ranges

Deep-Sea Sediment

Marsh Soil

Terrestrial Aquifer

Marine Sediment

Anaerobic Sludge

Petroleum-contaminated soil

Hydrogenedentes

Poribacteria

0.1 substitutions

Supplementary Figure 1

Supplementary Figure 1. 16S rRNA ribosomal protein tree comparing SURF_17 sequence to 16S clone sequences available on
the NCBI nr and ref_seq databases. SURF_17 is grouping with uncultured clones from terrestrial aquifers and marine deep sea
sediments, separately from the previously named Ca. Hyrogenedentes that were collected from anaerobic bioreactors.
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