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[bookmark: _GoBack]SUPPLEMENTARY TABLE 5 Relative abundance (%)a of bacterial OTUs classified at the highest possible taxonomic level (species/genus/family) found in the flour (F) and sourdough (S) sampled at Altamura bakery at month 1 (T1), 6 (T3) and 12 (T6). Only OTUs with a relative abundance ≥ 0.1% in at least one sample are shown.
	
	T1
	T3
	T6

	Taxon
	F
	S
	S
	F
	S

	Bacillus
	0.260
	0.000
	0.000
	0.083
	0.000

	Lactobacillus sanfranciscensis
	24.826
	99.914
	98.403
	24.358
	98.991

	Weissella confusa/cibaria
	0.478
	0.008
	0.259
	0.392
	0.195

	Leuconostoc
	0.069
	0.000
	1.234
	0.027
	0.137

	Enterobacteriaceae
	2.198
	0.004
	0.000
	2.000
	0.048

	Erwinia
	6.907
	0.005
	0.000
	6.009
	0.109

	Pantoea agglomerans
	0.256
	0.002
	0.000
	0.243
	0.009

	Acinetobacter
	0.423
	0.001
	0.000
	0.151
	0.009

	Acinetobacter johnsonii
	0.721
	0.000
	0.000
	0.260
	0.093

	Pseudomonadaceae
	0.679
	0.000
	0.000
	0.801
	0.011

	Pseudomonas
	61.053
	0.030
	0.000
	63.958
	0.301

	Others
	2.130
	0.035
	0.104
	1.718
	0.096


a Mean values of three replicates 

