Supplemental Figure 5. Gene ontology (GO) categories significantly enriched between orange
and black epidermal tissues of adult Amphiprion percula for ‘biological process’ using Mann-
Whitney U tests based on ranking of signed log p-values computed using EdgeR. Results are
plotted as dendrograms tracing the level of gene sharing between significant categories.
Direction of change is noted in color where those GO categories overrepresented in orange tissue
are colored as orange and those overrepresented in black tissue are colored as black and gray.
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0/253 embryonic morphogenesis

0/22 regulation of cell fate commitment

5/406 negative regulation of developmental process

0/31 negative regulation of angiogenesis

1/11 sarcoplasmic reticulum calcium ion transport

0/12 outflow tract morphogenesis

0/104 cilium morphogenesis

0/13 cytoplasmic sequestering of protein

11/796 regulation of transport

0/8 regulation of dopamine secretion

0/12 negative regulation of calcium ion transmembrane transporter
5/226 regulation of vesicle-mediated transport

5/70 regulation of exocytosis

6/10 binding of sperm to zona pellucida

4/12 negative regulation of reproductive process

4/9 positive regulation of humoral immune response

4/18 regulation of humoral immune response

6/183 positive regulation of immune response
6/285 regulation of immune response

3/66 positive regulation of immune effector process

10/882 positive regulation of response to stimulus
3/108 positive regulation of defense response

3/44 positive regulation of inflammatory response

3/10 regulation of hypersensitivity

3/13 regulation of inflammatory response to antigenic stimulus
3/246 regulation of defense response

3/139 regulation of inflammatory response
8/715 immune system process

5/170 immune effector process

2/24 protein activation cascade

5/46 humoral immune response

7/373 immune response

3/198 innate immune response

2/160 activation of immune response

3/8 positive regulation of calcium ion import

3/18 positive regulation of transmembrane transport

6/424 positive regulation of intracellular signal transduction
0/21 chemokine-mediated signaling pathway
4/260 G-protein coupled receptor signaling pathway

0/31 lymphocyte migration

1/108 leukocyte migration

0/28 neutrophil migration

0/35 granulocyte migration

0/50 myeloid leukocyte migration

10/741 response to external stimulus

0/174 taxis

0/66 leukocyte chemotaxis

0/5 eosinophil migration

0/99 cell chemotaxis

0/9 macrophage chemotaxis

3/209 inflammatory response

6/458 defense response

4/292 response to wounding

3/54 positive regulation of leukocyte migration
6/317 positive regulation of immune system process
9/533 regulation of immune system process

0/9 leukocyte migration involved in inflammatory response
3/88 regulation of leukocyte migration

4/473 regulation of locomotion

0/49 regulation of leukocyte chemotaxis

0/15 regulation of T cell migration

0/23 regulation of lymphocyte migration

3/136 positive regulation of response to external stimulus
4/390 regulation of response to external stimulus
0/12 induction of positive chemotaxis

1/25 axon development

0/61 regulation of cell-matrix adhesion

0/31 negative regulation of small GTPase mediated signal transduction
1/12 vasodilation

1/49 vascular process in circulatory system

1/34 regulation of tube size

1/50 regulation of blood pressure

8/311 transmembrane transport

0/111 cellular response to oxidative stress

0/10 regulation of ventricular cardiac muscle cell action potential
1/161 single organism cell adhesion

0/5 Purkinje myocyte development

0/16 desmosome organization

/13 regulation of cardiac muscle cell action potential involved in regulation of contraction

1/10 meiotic chromosome segregation
2/68 chromosome segregation
5/276 cell division
7/569 cell cycle process
0/33 sister chromatid cohesion
3/464 chromosome organization
/125 DNA replication
6/598 DNA metabolic process
0/7 DNA unwinding involved in DNA replication
0/52 DNA conformation change
0/11 DNA topological change
0/12 negative regulation of cell division
0/8 negative regulation of cytokinesis
0/7 regulation of skeletal muscle contraction
0/30 regulation of striated muscle contraction
4/79 regulation of muscle system process
2/10 regulation of relaxation of muscle
4/118 muscle system process
1/16 skeletal muscle contraction
3/37 striated muscle contraction
3/26 cardiac muscle contraction
0/34 regulation of muscle adaptation
0/9 transition between fast and slow fiber
2/27 myofibril assembly
/505 cytoskeleton organization
2/69 actomyosin structure organization
2/16 cardiac myofibril assembly
1/33 sarcomere organization
2/17 myosin filament assembly
1/42 muscle tissue morphogenesis
1/9 adult heart development
2/64 muscle cell development
2/42 muscle fiber development
1/24 cardiac cell development
2/116 cellular carbohydrate metabolic process
0/5 glyoxylate cycle
3/446 carbohydrate metabolic process
2/56 polysaccharide metabolic process
3/82 energy derivation by oxidation of organic compounds
8/150 generation of precursor metabolites and energy
8/222 oxidation-reduction process
9/752 single-organism biosynthetic process
3/133 nucleoside phosphate biosynthetic process
4/269 organophosphate biosynthetic process
4/245 carbohydrate derivative biosynthetic process
/6 cell wall macromolecule biosynthetic process
1/12 cell wall organization or biogenesis
0/133 translation

0/9 cytoplasmic translation

p <0.01
p<0.05
p<0.1



