Supplemental Figure 2. Gene ontology (GO) categories significantly enriched between orange
and white/UV epidermal tissues of adult Amphiprion percula for ‘biological process’ using
Mann-Whitney U tests based on ranking of signed log p-values computed using EdgeR. Results
are plotted as dendrograms tracing the level of gene sharing between significant categories.
Direction of change is noted in color where those GO categories overrepresented in orange tissue
are colored as orange and those overrepresented in white/UV tissue are colored as violet.
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