
















































Supplementary FIGURE S2 | BLAST search results using Salmonella Gallinarum ratA 

ROD nucleotide sequence (GenBank accession no. AM933173.1 segment 

2636413-2636983) against the nucleotide collection (nr/nt) database. The maximum 

number of aligned sequences to display was set to the maximum value of 20,000, and the 

other parameters were set to default values. The results showed that ratA ROD fragment 

exists only in S. Gallinarum and other Salmonella serovars, which could be exploited to 

distinguish S. Pullorum from them.  


