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Figure S7. Comparison of the experimental and simulated protein kine�cs obtained with the model where 
an early gene product ComZ and the ac�ve form of ComX compete for binding to RNA polymerase. 
Comparison of simulated data with the experimental measurements are shown for the WT strain, the dprA 
mutant strain and the clpP mutant strain. Symbolisms and color code are the same as in Figure S4 as well as 
the simulated protocol.


