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Table S1. Serum hMBL interactions with core and O-PS regions of various LPS.

Interactions were detected with the use of SDS-PAGE/lectin blotting. Symbols +, ++, +++
stand for weak, moderate and strong reaction respectively. Abbreviations used: K. p., Klebsiella
pneumoniae, P. m., Proteus mirabilis, P. v., Proteus vulgaris, P. p., Proteus penneri, E.
anguillimortifera, Edwardsiella anguillimortifera, E. coli, Escherichia coli. Symbols in
brackets represent serotype O.
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bacteria core OS O-PS bacteria core OS O-PS bacteria core OS O-PS bacteria oS O-PS
K.p.1(01) o+ P. m. RMS 203 (013) P. m. 69/57 (043) P. p. 103 (073 ab) +
K. p. 2 (01) tt P. v. 30/57 (O15) e | by 7057 (04a) E’(-)%CCUG 10705 [OF] .
K. p. 9 (ORa) e P. m. 31/57 (O16) b, COUG 4680 (O45) fé;“S')CCUG 10702 [0C] .
K. p. 11 (03) +4++ +++ P. m. 61/57 (O17) P.v. 71/57 (047) P. v. HSC 438 (O76) +
K. p. 13 (OR) P. m. 34/57 (018) P. m. 75/57 (049) P. m. 3B-m (O77)
K. p. 15 (O4) P.v. 37/57 (0O19a) P. m. TG 332 [0203] (O50) P. m. 1B-m (078) +++
K. p. 27 (02) +++ P. m. 38/57 (020) P. p. 15 (0O52) E. coli 233
K. p. 37 (01) ot P. v. 39/57 (021) + P.v. TG 276-1 (O53) E. coli 399 ++
K. p. 43 (02) ++ P. v. 40/57 (022) P. m. CCUG 10704 [OE] (O54 ab) E. coli 820
K. p. 57 (O5) ++t ++ | P.m. 42/57 (023 abd) P.v. TG155 [0104] (O55) ++ ++ E. coli 1238 +
K. p. 58 (O3) +++ ++ P. m. 46/57 (024) + P. genomospecies 4 (O56) E. coli 039
K. p. 61 (O5) - P. v. 48/57 (O25) P. m. TG 83 (057) E. coli 056 +
K. p. 64 (06 or O1) + P. m. 49/57 (026) + P.p. 12 (O58) + E. coli R1
K. p. 78 (011) ++ P. m. 50/57 (027) P. p. 14 (O59) E. coli R2 +++
K. p. 80 (012) ++ P. m. 51/57 (028) P. myxofaciens (O60) + E. coli R3 ++
P. v. CCUG 18984 (01) + P. m. 2002 (029 ab) P. p. 21 (061) ++ E. coli R4
P.v. 0X2 (02) ++ + P. m. 53/57 (0O30) + P. p. 41 (062) Citrobacter Tcs
P. m. 29906 (O3 ac) + P. v. 55/57 (031 ab) P.p. 22 (063) Citrobacter 016
P.v. 9/57 (04) + + P.v. 57/57 (032) + P. p. 40 (064 ahd) Citrobacter 1560
P. m. 13/57 (05) P. m. 59/57 (033) P. p. 34 (065) Citrobacter 032 ++
P. m. ATCC 49565 (06) P. v. CCUG 4669 (034) P. p. 2 (066) Citrobacter 114/66
P. m. 16/57 (O7) P.v. 72/57 (037 ac) P. p. 8 (067) E. anguillimortifera 1145 ++
P.v. 17/57 (O8) + P. m. 64/57 (O38) P. p. 63 (0O68) + E. anguillimortifera 1151 ++
P. m. 18/57 (09) + + P. v. 65/57 (039) ++ P. m. TG 277 [0202] (069) E. anguillimortifera 1153 ++
P.m. HJ 4320 (010) ¥ ¥ (Pd%)CCUG 1076300 P. p. 60 (070) + E. anguillimortifera 1158 "
P. m. 24/57 (O11) + P. m. 67/57 (041) P. p. 42 (O71) ++
P. v. 25/57 (012) + + P. v. CCUG 4677 (042) P.p.1(072a) +++




