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Supplementary material

Supplementary Figure 1: Principal component analysis 

was conducted to discriminate genotypes resistant to spot 

blotch than the rest. PC1 and PC2 represents the percent 

(%) variance of the AUDPC over all five geographical 

locations in the Year 2012-13 (A) and the year 2013-14 

(B).
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Supplementary Figure 2: The distribution of AUDPC of 55 

wheat genotypes at five field locations (A. BHU, B. BARI, C. 

UBKV, D. RAU, and E. NWPR) are plotted. The susceptible 

genotypes (CRP1, CRP5, CRP13, CRP24, CRP31, CRP39, 

CRP48 and CRP55) have significantly higher AUDPC and are 

separated from the resistant (details of statistics are given in 

Supplemental Table 3). 
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