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Supplementary Figure S1. Observation of the liquid-grown 

B. pseudofirmus OF4-811M and its derivatives.
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Supplementary Figure S2. Microscopic observation of the 

cytoplasmic membrane of B. pseudofirmus OF4-811M and 

its derivatives.

Abbreviations: DIC, differential-interference contrast 

microscopy; FM4-64, fluorescence microscopy for 

cytoplasmic membrane stained with FM4-64. All 

photographs are of the same magnification. Scale bar: 5 μm.



Supplementary Figure S3. .Microscopic observation of the 

nucleoids of B. pseudofirmus OF4-811M and its derivatives.

Abbreviations: DIC, differential-interference contrast 

microscopy; DAPI, fluorescence microscopy for nucleoid 

stained with DAPI. All photographs are of the same 

magnification. Scale bar: 5 μm.



Supplementary Figure S4. Electrophoretic mobility (EPM) 

of B. pseudofirmus OF4-811M and its derivative cell. 

The black solid line and open circles show data for the 

811M strain, the gray dashed line and filled triangles show 

data for the RG21 strain, the black solid line and open 

squares show data for the CS54 strain, and the gray dashed 

line and filled squares show data for the CS54-R strain. 


