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ChR1 MARRPWLLALALAVALAAGSAGASTGSDATVPVATQDGPDYVFHRAHERMLFQTSYTLEN 60
ChRS/2 MARRPWLLALALAVALAAGSAGASTGSDATVPVATQDGPDYVFHRAHERMLFQTSYTLEN 60
cic2 MSRRPWLLALALAVALAAGSAGASTGSDATVPVATQDGPDYVFHRAHERMLFQTSYTLEN 60
ChR2/5 MARRPWLLALALAVALAAGSAGASTGSDATVPVATQDGPDYVFHRAHERMLFQTSYTLEN 60
ChRZ MDYGGALSAVG === == ecetanacmmmmaass RELLFVTNPVVVN 24

ChR1 NGSVICIPNNGQCFCLAWLKSN YGYQTWKSTCGE 120
ChRS5/2 NGSVICIPNNGQCFCLAWLKSN YGYQTWKSTCGE 120
cic2 NGSVICIPNNGQCFCLAWLKSN CGE 120
ChR2/5 NGSVICIPNNGQCFCLAWLKSN YGY KST 120
ChR2 =GSVLVPED--QCYCAGWIESR QTWE 81

ChR1 180
ChR5/2 180
cic2 180
ChR2/5 180
ChR2 141
ChR1 NDYD SK FFNAAKVYIEAYH 240
ChRS5/2 AND) SK FFNAAKVYIEAYH 240
cic2 NDY) SK FFNAAKVYIEAYH 240
ChR2/5 NDY AT SFHAAKATYIEGYH 240
ChR2 ! SEHAAEATIEGYH 201

ChR1 TVPKGICRDL
ChR5/2 Z2VPKGRER

300
300

GPEGFGHI

clc2 TVPKCRERQVVT! 300
ChR2/5 T. K RFRQVVT 300
ChR2 261

ChR1 IRK }‘\,r n,;- MEVETMVHEEDDEw====eeeee= 345
ChR5/2 AEAGAW -= 354
cic2 IRKTTKLNIGGTEIEVE VEDEAEAGA ssmum 356
ChR2/5 KTTKLN EIEV] EDEAEAGH K== 354
ChR2 RKTTKLN IEVE VEDEAEAGAVNE K== 315

Figure S1. Sequence alignment of ChR1, ChR2 and the chimeras (ChR5/2,
ChR2/5, and C1C2). The figure was quoted from the research (Inaguma et
al., 2015). Nt: N terminus (green); TM: transmembrane domains (red).



