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Table S1. Body weight and length of southern catfish sampled at different host ages.

Host age

Growth index
8dpf 18dpf 35dpf 65dpf 125dpf

Body weight (g) 0.10140.01 1.4240.08 55240.41 33.11+2.11 119.567.92
Body length (cm) 2.0240.07 4.0630.2 6.9140.50 15.8740.92 25.61+1.11




Table S2. Comparisons of alpha diversity of bacterial community among southern

catfish gut, food and rearing water at 8, 35 and 125 dpf.

Alpha 8 dpf

35 dpf

125 dpf

diversity Gut Food Water

Gut Food Water

Gut Food Water

PD 12,99 31.92 20.33
OTUs 276.7 4775 4875
Shannon 1.81 3.44 355
Simpson 0.44 0.73 0.79

15.33 34.22 30.05
338.8 562.0 707.0
255 331 559
0.63 0.69 0.94

16.99 31.30 26.28
377.4 4945 631.0
275 3.00 4.78
0.67 0.62 0.89
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Figure S1. Experimental design for sample collections of southern catfish gut, food
and rearing water. The numbers in arrows represent fish age. The numbers above
arrows represent the collected gut sample numbers from each tank at different host
ages. The numbers below arrows represent the collected environmental sample

numbers from two tanks at the corresponding host age.
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Figure S2. Bacterial compositions of gut, food and rearing water at the phylum levels

at different host ages.
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Figure S3. Bacterial compositions of southern catfish gut at the genus levels at

different host ages.



Figure S4. Unique and shared OTUs numbers among southern catfish gut, food and

rearing water at 8, 35 and 125 dpf.
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Figure S5. Principal coordinate analysis plot based on unweighted and weight
UniFrac distance for bacterial community comparisons among southern catfish gut,

food and rearing water at 8, 35 or 125 dpf.



