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Figure S1. Identification of ΔsurA, Δslp and ΔlpoB gene-deletion mutants and stpk-upregulation strains by PCR amplification. M, DL5000 DNA marker; Lane 1 and 2 represent the surA gene plus its upstream and downstream was detected using primer surA-P1/P4 in the NJ-35 (and BT1) (1912 bp) and ΔsurA (1441bp ) respectively; Lane 3 and 4 represent the surA gene was detected using primer surA-a/b in the NJ-35 (and BT1) (361bp) and ΔsurA (none) respectively. Lane 5 and 6 represent the slp gene plus its upstream and downstream was detected using primer slp-P1/P4 in the NJ-35 (and BT1) (1961bp ) and Δslp (1445 bp) respectively; Lane 7 and 8 represent the slp gene was detected using primer slp-a/b in the NJ-35 (and BT1) (478bp) and Δslp (none) respectively. Lane 9 and 10 represent the lpoB gene plus its upstream and downstream was detected using primer lpoB -P1/P4 in the NJ-35 (and BT1) (1710 bp) and ΔlpoB (1128 bp) respectively; Lane 11 and 12 represent the lpoB gene was detected using primer lpoB -a/b in the NJ-35 (and BT1) (514bp) and ΔlpoB (none) respectively; Lane 11 and 12 represent the stpk-PMMB207 was detected using primer PMMB207 -F/R in the NJ-35 (and BT1) (733bp) and stpk-PMMB207/NJ-35 (stpk-PMMB207/BT1) (2670bp) respectively.
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Figure S2. Observation through Transmission electron microscopy (TEM). (A) B (non-Tetrahymena-exposed) strain. (B) BT (Tetrahymenaexposed) strain was enveloped by secretions.
