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Figure S2 Alignment of deduced amino acid sequences of LAR genes. Sequences 
are from Morella rubra (Mr; AIX02997.1), Vitis vinifera (Vv; NP_001267887.1), 
Camellia sinensis (Cs; AHJ11241.1), Theobroma cacao (Tc; XP_007046315) and 
Medicago truncatula (Mt; XP_003591830). Identical amino acids are indicated by a 
black background, conservative amino acids by a dark gray background, and similar 
amino acids by a light gray background. LAR characteristic amino acid motifs RFLP, 
ICCN, and THD motifs are boxed. 
 


